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AHCY - Adenosylhomocysteinase

BHMT - Betaine homocysteine methyltransferase
CDO - Cysteine dioxygenase

COMT - Catechol-O-methyltransferase

CTH - Cystathionine gamma-lyase

DHFR - Dihydrofolate reductase

DMGDH - Dimethylglycine dehydrogenase
DHFR - Dihydrofolate reductase

FLOR - Folate Receptor

GAMT - Guanidinoacetate N-methyltransferase
GNMT - Glycine N-methyltransferase

MAT - Methionine adenosyltransferase
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[Remethylation Cycle]

MTHFD - Methylenetetrahydrofolate dehydrogenase

MTHFR - Methionine Synthase Reductase
MTHFS - Methenyltetrahydrofolate synthetase
MTRR - Methionine Synthase Reductase

MTR - Methionine Synthase

SHMT - Serine hydroxymethyltransferase
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